SIA AMMONIA STARTUP & BREAKDOWN    WESTERN FLYER OCT 2009

STARTUP
1. Daily:

a. Make up buffer reagent-  Fill 125 mL bottle to the line with DIW (120 gm DIW).  Add 0.72 gm NaOH from the vial.  Put on the stirrer until dissolved.  Add 23.3 gm NaCitrate and put on the stirrer until dissolved. It takes some time to all dissolve so do this first.

b. Make up fresh 20 uM HCl-  Fill 125 mL 20 uM HCl bottle to the 100 mL red line.  Add 1 mL 2 mM HCl.  Shake and put back on the manifold.

c. Make up fresh 20 uM HCl in the DIW flush bottle-  Fill bottle up to the 500 mL line and add 5 mL 2 mM HCl.  Shake and put back on the manifold.

2. Power up the Amber Science detector if not already on.  Set range to “A”, Conductivity, Cell Constant.

3. Power up the HP Triple output power supply if not already on.  6V and 12V

4. Power up the National Instruments NIcDAQ-9172  if not already on.
5. Open LabView 8.5 on the computer “phosphate”

6. Under the c:SIA/NH4/BenchTopSIAJuly27-09 directory open the SIA-NH4V001-Assay001.lvproj

7. Then under the Project Explorer window, doubleclick  newBenchTopSIA_NH4_750_Amber.vi

8. click the white run arrow to run the newBenchTopSIA_NH4_750_Amber.vi

9. change the Chart Length if necessary

10. change the Chart Axis if necessary

11. toggle the Log Status switch to green

12. can now HOME the syringe

13. Put the sample lines into DIW (or LNSW) and have all the reagent bottles on the manifold.
14. Change assay to “Prime Lines”

15. Hit GO button. 
16. After the “Prime Lines” sequence is done then change assay to NH4Assay1 if want to do 15 sandwiches (coastal version) or PO4-MB if want to do 30 sandwiches (oligotrophic version).
17. If want to check the parameters, then can open the vi and look at the block diagram (Window-Show Block Diagram) to check/input the parameters

18. If need to change, then press the red STOP button above the chart
19. If need to change to another running vi in the NH4Assay vi: 

a. Right click the vi

b. Replace

c. All palettes

d. Select a vi (click)

e. Then select the desired vi and it should replace it

f. Change for all 4 valve positions

20. If everything is OK then while newBenchTopSIA_NH4_750_Amber.vi is running, press GO button in the Assay box.

21.  Input the datafile name in the first 20 seconds using the following convention:  StaXX-CastXX-NH3
BREAKDOWN

1. At the end of the run, try to take a quick look at the data by copying the file and opening in Excel.  If everything looks OK, then OK.  If not, then try rerunning the sample if possible by just tacking it onto the end.

2. Try to stop the program while it is between samples so buffered seawater doesn’t just sit in the diffusion cell or tubing for a long time
3. Hit the red stop sign button at the top of the newBenchTopSIA_NH4_750_Amer.vi  front panel to stop the program

4. Dump the waste bottle
5. Put the sample lines in a bottle with some 20 uM HCl.
6. Change assay to “Flush Lines”

7. Hit GO button

8. Clean the sample bottles with some dilute HCl after each use.

SAMPLE SEQUENCE:
Suck 750 uL sample

Blow 750 uL sample to waste

Suck 750 uL sample

Blow 400 uL sample to mixing coil

Blow 350 uL sample to waste

Suck 250 uL DIW from flush bottle

Blow 250 uL to waste

Suck 150 uL sample

Suck 10 uL buffer

Suck 14 more sandwiches of 30 uL sample and 10 uL buffer

Blow 600 uL to mixing coil
Suck 15 more sandwiches of 30 uL sample and 10 uL buffer

Blow 600 uL to mixing coil

Suck 300 uL acid from detector

Blow 370 uL acid + sample to waste

Suck 600 uL from mixing coil

Blow 600 uL to diffusion cell @ 10 uL/sec

Suck 600 uL from mixing coil

Blow 650 uL to diffusion cell @ 10 uL/sec

Suck 500 uL DIW from flush bottle

Blow 500 uL DIW to diffusion cell @ 10 uL/sec

Suck 350 uL acid from detector @ 2 uL/sec

Blow 350 uL acid to waste

