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ScanArray( Express / ProScanArray( Express Microarray Acquisition and Analysis Software Version 3.0 Release Notes
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I. Installation and System Requirements for the ScanArray Express / ProScanArray Express Workstation

The ScanArray Express / ProScanArray Express software must be installed on a supported workstation.  To obtain the minimum system requirements for this client workstation, along with installation instructions, please refer to the ScanArray Express Installation Manual contained in the Installation CD Documents folder.

II. New Features in Version 3.0 

1. New algorithm (patent pending) more accurate & much faster 
2. Fixed grid jumping with new tools to define boundaries for added flexibility 
3. In “Easy Quant”, separate automatic quantitation & manual grid alignment / spot finding 
4. Take a .txt file format for gene names in addition to the .gal file format
5. In “Template Specifications”, added ruler tools 
6. In “Adjust Template and Register Images”, one can copy spot locations from one subarray to another 
7. In “Adjust Template and Register Images”, manual grid alignment using “Change Orientations” tool 
8. New manual grid alignment can get the most data out of poor quality images
III. Known System Problems and Work-arounds
1. Adobe PhotoShop, depending upon the version, may not open the bitmap (.BMP) files created using 
  
ScanArray Express / ProScanArray Express. 
2. Windows XP Image and Fax Viewer application does not open ScanArray Express / ProScanArray        
 
Express generated tiff images. It is observed that in general, Windows XP Image and Fax Viewer 
  
application does not open 16 bit gray scale tiff images. 
3. Protocols that contain a large number of fluorophores can cause the application to freeze. The issue 
 
is directly related to available MS Windows Operating System resources when saving multiple or 
 
high-resolution images. Scan Protocols with more than the normal number of fluorophores (> 4), (and 
 
Protocol Groups or Batch Set which run these Scan Protocols), should be tested prior to running to 
 
ensure adequate system resources (RAM and / or Virtual Memory) are available. 
4. When the hard disk is full or an unavailable drive is specified in the Image Auto save protocol, the 
 
application fails to save the images. The error message recorded in the log file does report the 
 
problem clearly .The log file error message: "save Raw failed, Error Code: - 502, Error: Invalid raw 
 
file format" AutoSave BMP/JMJ failed, Error Code: 502, Error: Invalid raw file format." 
5. The GAL File location information displayed using "View Header" is left justified. This provides the 
 
user with server and disk location but does not include a complete path if the path can’t fit in the 
 
display area. Path is correctly displayed in a saved spreadsheet. 
6. The ScanArray Express V2.2 Readme.txt is installed as "Read-Only". The upgrade of V2.2 using 
 
ScanArray Express / ProScanArray Express V3.0 fails to overwrite this file. The readme.txt file is 
 
available on the installation CD. 
7. Selecting "Back" from the 1st screen of the instrument installer causes the installer to act erratically. 
 
User should exit, and reinstall.
8. ScanArray Express / ProScanArray Express displays all the pixels with values above 65535 as white. 
 
All pixels with values below 255 are displayed in black. 
9. The application does not display the full barcode if all or most of the characters are uppercase. A full 
 
display of the barcode is readable using lower case and numeric characters
IV. Release Notes for the ProteinArray Analysis Software V1.0

Protein Array Analysis Software is a component of ProScanArray Express v3.0 MicroArray Analysis Software application. The product is included on the ProScanArray Express Installation CD along with Installation and User Manuals. Please refer to these guides for any additional information.
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System Requirements for Client Workstation

The ProScanArray Express software must be installed on the client workstation. To obtain the minimum 
 
system requirements for the client workstation, please refer to ProScanArray Express Installation Manual.

Installing ProScanArray Express Software

The ProScanArray Express software must be installed on the client workstation. For instructions on 
 
installing the ProScanArray Express software, please refer to the Quick Start Guide or the User Manual.  

New Features in ProteinArray Analysis Software v1.0

1. Quantitative Analysis of Protein Arrays. ProteinArray Analysis software provides quantitative analysis of a single color scan and quantitation of protein arrays. The software analyzes ProScanArray Express quantitation results in both CSV and GPR formats.

2. Supports Sample ID and Sample Name descriptors for each sample.

3. Supports replicate spots.

4. Provides outlier detection and removal. ProteinArray Analysis provides 3 different levels of outlier detection.

5. Provides standard curve generation from known concentration samples. ProteinArray Analysis provides a choice of 4 curve fit types for standard curve generation.

6. Supports normal range indications. Compares sample concentrations to user supplied normal range and indicates high/normal/low values.

7. Supports blank sample subtraction. Subtracts a user-identified sample from samples used in the analysis.

8. Supports reference sample. Compares calculated sample concentrations to a user-identified reference and plots ratios.
9. Provides results as graphs and spreadsheets. Graphs are savable as JPG and BMP files and printable. Spreadsheets are savable or can be exported directly to MS Excel.

10. Supports reuse of user settings and file selections. Save analysis protocols and file sets for convenient reuse.
Known System Problems and Work-Arounds

1. User specified CAL file is not checked for duplicate analyte ID and names. The analysis will be performed as separate processes. User should correct CAL file.

2. Each experiment sample has a sample ID and name. The sample ID defaults to the file name. If the file name exceeds 50 characters, an error occurs when attempting to save the file set or when the software attempts to save the last used file set in the case of manual settings. Edit the sample ID to a shorter text.

3. On some Windows XP Professional workstations, there is a display driver incompatibility that causes corrupt graphs to be displayed after a series of minimizing and maximizing operations.

4. When saving the raw data as an MS Excel spreadsheet (.xls file) the blank subtracted columns will be n/a even when a blank sample is used. The workaround is to first export the raw data to Excel and then do File/Save in Excel.

5. In some cases of saturated data, using the MAD method of outlier detection may remove all replicates as outliers.

6. When using a reference sample and looking at the ratio plot, the legend only shows the first 49 sample IDs. Use the buttons on screen to select samples of interest.

7. When using a reference and also using the reference as an experiment sample, the data in the Concentrations spreadsheet may indicate that the concentration for the reference sample cannot be calculated. This occurs for cubic spline curve fits using status for outlier detection only. The spreadsheet may also indicate a value of 0.00 for the ratio of the sample to the reference.
V. Release Notes for the HT Autoloader Option

The HT Autoloader is an option to the ProScanArray microarray scanner. Installation and Hardware requirements are included in the Installation and User Manuals. Please refer to these guides for any additional information
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